. Whole-cell merged image shown at left, and enlarged boxed insets of merged and single-channel paxillin and NBR 1 images shown at right. Arrow points to colocation in insets. Bar, 5 µm. Insets are magnified 4.9-fold. (E) Spinning disk confocal microscopy of a migrating cell expressing GFP -NBR 1 (black) and paxillin-mCherry (magenta). Boxed region is shown as enlarged insets to the right, rotated such that the cell edge is moving upward vertically. Elapsed time (min) indicated in top left of images. Bar, 5 µm. Insets are magnified 2.4-fold. These images correspond to Video 9. (F) Analysis of GFP -NBR 1 in FA areas and non-FA areas at the leading edge of migrating cells. Total GFP -NBR 1 puncta at FAs or in non-FA areas was counted and normalized to the total area for FA or non-FA regions, respectively. Scatter plot shows individual single cells (n = 12 total cells) and median (line), representing 963 total leading edge GFP -NBR 1 puncta analyzed from two independent experiments. P-value calculated using a nonparametric Mann-Whitney test. Video 1. Single-cell tracking of migrating shCTRL-, shATG7-, and shATG12-expressing cells. Phase-contrast microscopy of singlecell migration of shCTR L-(top), shATG 7-(middle), and shATG 12-expressing (bottom) cells. Images were acquired every 3 min. The video plays at 24 frames per second and is accelerated 4,320 times. This video is related to Fig. 1 .
